pheochromocytoma and its symptoms recognized the symptoms from his personal experience, but he had not previously attributed his symptoms to an abnormal condition. In recent years, his resting heart rate had risen from 60 to 80 beats/min and his blood pressure has risen from 120/60 to 140-150/80-90 mmHg. Although his blood pressure and heart rate usually remained at the upper end of the normal range, both increased with minimal exertion. He experienced nausea, dizziness, and pallor when his intra-abdominal pressure was increased by strong physical activity, but he remained unconcerned about his symptoms. 
The case of a 25-year-old medical student with bilateral pheochromocytoma is described. Following diagnostic testing, tumors were surgically removed. Genetic analysis revealed that the patient is a heterozygote with the following mutations on opposite homologs: G691S (exon 11) and S904S (TCC-TCG, exon 15), suggesting the diagnosis of multiple endocrine neoplasia 2A (MEN2A). A diagnosis of MEN2 would be an indication of thyroidectomy in this patient. Although this mutation is described in the literature, it has no known connection to pheochromocytomas. Therefore, it is unknown whether there is a causal connection between the G691S genotype and the pheochromocytomas in this patient. If so, G691S is to be added to the list of genotypes causing MEN2A. Here, the procedure of sequencing the RET protooncogene is described and a possible association between the G691S genotype and MEN2A is discussed.
Long-term (LT) electrocardiogram showed sinus rhythm with a heart rate of up to 137 beats/min. Genomic DNA was stored at -20°C (-4°F).
PCR of the RET protooncogene exons was carried out with primers listed in Table 1 according to the protocol in Table 2 .
For the temperature protocol, see The PCR amplifacation products can be sequenced easily with the procedure described.
If a mutation is found in one strand, it is confirmed by sequencing of the opposite strand. If a mutation of the RET protooncogene is confirmed by sequencing both strands, the result is communicated to the clinician. If a mutation is found, close relatives of the proband should be offered sequencing of the relevant exon. In individuals ascertained as relatives of an affected individual, it is not necessary to sequence exons other than the one containing the mutation in the index case.
Discussion
Interestingly, it was recently shown that probably also within the case of the scientific first-description of pheochromocytomas, a MEN disease was the basis. [1] It concerned a bilateral tumor also in that case, as it is here. [1] In the patient described in this study, gene sequencing Although this mutation has been described in the literature, no causal connection has been established with pheochromocytoma. Robledo [2] and Fernandez [3] refer to the G691S/S904S genotype as a "genetic Arneth: Association between RET G691S/S904S and MEN modifier" while Lesueur [4] and Elisei [5] 
